In the manuscript by Sadi et al, the authors evaluate the 'Clinical relevance of DNA microarray analyses using archival formalin-fixed paraffin-embedded (FFPE) breast cancer specimens'.
They compared gene expression profiling performed on degraded RNA extracted from FFPE breast cancer samples with results obtained using paired fresh fine needle aspirate biopsies.
Moreover, they correlated FFPE-breast cancer samples gene expression profiles with survivals using two independent microarray databases, supporting the use of FFPE samples to develop a prognostic gene signature for breast cancer.
The questions posed were well defined by the authors, the abstract is clear and conveying with what they have done; the methods they used are well described. Overall the data is conclusive and supports the hypothesis.
Minor issues not for publication:
-page 6 (section: Methods -Tissue sampling and RNA extraction) lines 19-21 "Quality of RNA" is "Quantity of RNA" and "The quantity and level of degradation" is "The quality and level of degradation" -page 8 (section: Methods -Data analysis) line 6 "Quintile" is "Quantile" -page 15 (section: Discussion) line 21 "abovementioned" is "above mentioned"
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